FIGURE 3. Examination of TCR p chains by Southern analysis. Above is agenomic restriction enzyme diagram for the region encoding the TCR Vgs (11a, 27) genes and the region encoding TCR Ds, Jg, and Cg genes (28) . Individual DNA probes used are indicated below. All clones are KJ16' except PJpR 6.4 . (a) DNA was digested with restrictionenzyme Xba I and hybridized with probe Vgc5.1, a 280-bp Pst-Pvu II subclone of V88.1 (VOC5.1 [reference 11]) . (b) Each DNA sample was digested with Xba I and hybridized with DNA probe 5'VOC5 .2, a 0.5-kb Pvu II fragment, located 2 kb 5' of V08.2 (see restriction map). (c) DNA was digested with Hind III and hybridized with VOC5.1 . (d) DNAsampleswere digested with Hind III and hybridized with a 1.2-kb Js2 genomic probe (12) encompassingJa2.1-2 .7 . Vs5.1, which is not shown, is located between VD8.3 and Vg8.2 (27) .
